<110> 

<120> 

<130> 

<140> 
<141> 

<150> 
<151> 

<150> 
<151> 

<160> 

<170> 

<210> 
<211> 
<212> 
<213> 



A-688A.ST25 
SEQUENCE LISTING 

FEIGE, ULRICH 
KOHNO, TADAHIKO 
LACEY, DAVID 
BOONE , THOMAS CHARLES 

ADHESION ANTAGONISTS (as amended) 
A-688A 

US 09/840,277 
2001-04-23 

US 60/198,919 
2000-04-21 

US 60/201,394 
2000-05-03 

137 

Patentln version 3.2 
1 

684 
DNA 

Homo sapiens 



<220> 




















<221> CDS 




















<222> (1). 


(684) 


















<400> 1 




















atg gac aaa 


act cac 


aca 


tgt 


cca 


cct 


tgt 


cca 


get 


ccg 


Met Asp Lys 


Thr His 


Thr 


Cys 


Pro 


Pro 


Cys 


Pro 


Ala 


Pro 


1 


5 








10 








ggg gga ccg 

Gly Giy Pro 


tea gtc 


ttc 


etc 


ttc 


ccc 


cca 


aaa 


ccc 


aag 


ser val 


Phe 


Leu 


Phe 


Pro 


Pro 


Lys 


pro 


Lys 



atg ate tec 
Met lie ser 
35 

cac gaa gac 
His Glu Asp 
50 

gtq cat aat 
val His Asn 
65 

tac cgt gtq 
Tyr Arg val 



gqc aag gag 
Gly Lys Glu 



ate gag aaa 
lie Glu Lys 
115 



20 

egg ace cct 
Arg Thr Pro 



cct gag gtc 
Pro Glu val 



gee aag aca 
Ala Lys Thr 
70 

gtc age gtc 
val ser val 
85 

tac aag tgc 
Tyr Lys Cys 
100 

acc ate tec 
Thr lie Ser 



gag gtc 
Glu val 
40 

aag ttc 
Lys Phe 
55 

aag ccg 
Lys Pro 



etc acc 
Leu Thr 



aag gtc 
Lys val 



aaa gee 
Lys Ala 
120 



25 

aca 
Thr 



aac 
Asn 



egg 
Arg 



gtc 
val 



tec 
Ser 
105 

aaa 
Lys 



tgc gtg gtq 
cys val val 



tgg tac 
Trp Tyr 



gag gag 
Glu Glu 
75 

ctg cac 
Leu His 
90 

aac aaa 
Asn Lys 



60 

cag 
Gin 



cag 
Gin 



gee 
Ala 



15 



30 

gtq gac gtq 
val Asp val 
45 

gac gqc gtq 
Asp Gly val 



tac aac age 
Tyr Asn Ser 



gac tgg 
Asp Trp 



etc cca 
Leu Pro 
110 



ggg cag ccc 



cga gaa 
Arg Glu 
125 



ctg 
Leu 
95 

gee 
Ala 



cca 
Pro 



ctg 
Leu 



etc 
Leu 



age 
ser 



gag 
Glu 



acg 
Thr 
80 

aat 
Asn 



ccc 
Pro 



cag 
Gin 



Gly Gin Pro 

120 

gtg tac acc ctg ccc cca tec egg gat gag ctg acc aag aac cag gtc 
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48 



96 



144 



192 



240 



288 



336 



384 



432 



A-688A.ST25 

val Tyr Thr Leu Pro Pro ser Arg Asp Glu Leu Thr Lys Asn Gin val 

130 135 140 

age ctg acc tgc ctg gtc aaa gqc ttc tat ccc age gac ate gee gtq 480 

ser Leu Thr cys Leu val Lys Gly Phe Tyr Pro ser Asp lie Ala Val 

145 150 155 160 

gag tgg gag age aat gag cag ccg gag aac aac tac aag acc acg cct 528 

Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro 
165 170 175 

ccc gtq ctg gac tec gac gqc tec ttc ttc etc tac age aag etc acc 576 

Pro val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr 
180 185 190 

gtq gac aag age agg tgg cag cag gqg aac gtc ttc tea tgc tec gtq 624 

val Asp Lys Ser Arg Trp Gin Gin Gly Asn val Phe Ser Cys Ser Val 
195 200 205 

atg cat gag get ctg cac aac cac tac acg cag aag age etc tec ctg 672 

Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu 

210 215 220 

tct ccg gqt aaa 684 

Ser Pro Gly Lys 

225 



<210> 2 

<211> 228 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Asp Lys Thr His Thr cys Pro Pro Cys Pro Ala Pro Glu Leu Leu 
15 10 15 



Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu 
20 25 30 



Met lie ser Arg Thr Pro Glu val Thr cys val val val Asp val ser 
35 40 45 



His Glu Asp Pro Glu val Lys Phe Asn Trp Tyr val Asp Gly val Glu 
50 55 60 



val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn ser Thr 
65 70 75 80 



Tyr Arg val val ser val Leu Thr val Leu His Gin Asp Trp Leu Asn 
85 90 95 



Gly Lys Glu Tyr Lys cys Lys val ser Asn Lys Ala Leu Pro Ala Pro 
100 105 110 



lie Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin 
115 120 125 



val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val 

Page 2 



A-688A.ST25 
130 135 140 

Ser Leu Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp lie Ala val 
145 150 155 160 

Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro 
165 170 175 

Pro val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr ser Lys Leu Thr 
180 185 190 

val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe ser cys Ser val 
195 200 205 

Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys ser Leu ser Leu 
210 215 220 

Ser Pro Gly Lys 
225 

<210> 3 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Preferred linker 
<400> 3 

Gly Gly Gly Lys Gly Gly Gly Gly 
1 5 

<210> 4 

<211> 8 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Preferred linker 

<400> 4 

Gly Gly Gly Asn Gly Ser Gly Gly 
1 5 

<210> 5 

<211> 8 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Preferred linker 

<400> 5 

Gly Gly Gly Cys Gly Gly Gly Gly 
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A-688A.ST25 



<210> 6 

<211> 5 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Preferred linker 

<400> 6 

Gly Pro Asn Gly Gly 
1 5 

<210> 7 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Laminin peptide 

<400> 7 

Tyr lie Gly ser Arg 
1 5 

<210> 8 
<211> 49 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Echi statin peptide 
<400> 8 

Glu Cys Glu Ser Gly Pro Cys Cys Arg Asn Cys Lys Phe Leu Lys Glu 
15 10 15 

Gly Thr lie cys Lys Arg Ala Arg Gly Asp Asp Met Asp Asp Tyr Cys 
20 25 30 

Asn Gly Lys Thr Cys Asp Cys Pro Arg Asn Pro His Lys Gly Pro Ala 
35 40 45 

Thr 



<210> 9 

<211> 7 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> RGD , NGR derivative peptide 



<220> 

<221> mi sc_f eature 
<222> (2, 5 and).. (7) 
<223> Xaa is any amino acid 
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A-688A.ST25 



<400> 9 

Arg xaa Glu Thr xaa Trp xaa 
1 5 



<210> 10 

<400> 10 
000 

<210> 11 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> RGD, ngr derivative peptide 



<220> 

<221> mi sc_feature 

<222> (2, 3, 7 and). .(8) 

<223> Xaa is any amino acid 

<400> 11 

Cys xaa xaa Arg Leu Asp xaa xaa Cys 
1 5 



<210> 12 

<400> 12 
000 

<210> 13 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> RGD, NGR derivative peptide 



<220> 

<221> mi sc_feature 

<222> CI, 2, 3, 7, 8 and) . . (9) 

<223> xaa is any amino acid with xaa at 1, 3, 7 and 9 capable of 
forming a bridge. 

<400> 13 

Xaa xaa xaa Arg Gly Asp xaa xaa xaa 
1 5 



<210> 14 

<211> 17 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> RGD, NGR derivative peptide 



<220> 
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A-688A.ST25 

<221> mi sc_f eature 

<222> (2, 3, 4, 5, 6, 12, 13, 14, 15 and) . . (16) 

<223> At positions 2, 3, 4, 5, 6, 12, 13, 14, 15 and 16, xaa is any 
amino acid or may be absent. 

<400> 14 

Cys Xaa xaa xaa xaa xaa Cys Arg Gly Asp Cys xaa Xaa Xaa Xaa xaa 
15 10 15 

cys 



<210> 15 

<211> 8 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> RGD, NGR derivative peptide 
<220> 

<221> mi sc_feature 

<222> (1 and). .(8) 

<223> Xaa is an independently selected amino acid. 
<220> 

<221> mi sc_f eature 

<222> (2 and). .(7) 

<223> Xaa equals 0 to 4 amino acids, each which is independently 
selected. 

<220> 

<221> mi sc_f eature 

<222> (4) . . (4) 

<223> xaa is selected from the group consisting of glycine and leucine. 
<220> 

<221> mi sc_f eature 

<222> (5).. (5) 

<223> xaa is selected from the group consisting of tryptophan and 
leucine. 

<400> 15 

xaa xaa Asp Asp xaa xaa xaa xaa 



<210> 16 

<211> 10 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> RGD, NGR derivative peptide 



<220> 

<221> mi sc_f eature 

<222> (1 and). .(10) 

<223> xaa is any amino acid. 

<220> 

<221> mi sc_f eature 
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A-688A.ST25 

<222> (2 and).. (9) 

<223> xaa equals 0 to 3 amino acids. 
<220> 

<221> mi sc_f eature 
<222> (3).. (3) 

<223> xaa is selected from the group consisting of tryptophan and 
proline. 

<220> 

<221> mi sc_f eatu re 
<222> (6).. (6) 

<223> Xaa is selected from the group consisting of glycine and leucine 
<220> 

<221> mi sc_feature 
<222> (7).. (7) 

<223> xaa is selected from the group consisting of tryptophan and 
leuci ne. 

<220> 

<221> mi sc_feature 
<222> (8).. (8) 

<223> Xaa is selected from the group consisting of leucine, tryptophan 
and methionine. 

<400> 16 

xaa xaa xaa Asp Asp xaa xaa xaa xaa xaa 
15 10 

<210> 17 

<211> 19 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> vinculin binding/selectin antagonist peptide 
<220> 

<221> mi sc_feature 

<222> (3, 5, 6, 13 ) . . (15) 

<223> Xaa is any naturally occuring amino acid residue. 

<400> 17 

Arg Lys Xaa Asn xaa xaa Trp Thr Trp val Gly Thr xaa l_ys xaa Leu 
15 10 15 

Thr Glu Glu 



<210> 18 

<211> 16 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> vinculin binding/selectin antagonist peptide 



<220> 

<221> mi sc_f eature 

<222> (2, 3, 4, 7 ) . . (15) 
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<223> Xaa is any naturally occuring amino acid residue 
<400> 18 

Cys Xaa xaa xaa Tyr Thr Xaa Leu Val Ala lie Gin Asn Lys xaa Glu 
15 10 15 



<210> 19 

<211> 19 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> vinculin binding/selectin antagonist peptide 



<220> 

<221> mi sc_feature 

<222> (3, 4, 5, 6, 8, 13, 15 ) - . (18) 

<223> Xaa is any naturally occuring amino acid residue. 
<400> 19 

Arg Lys xaa Xaa Xaa Xaa Trp xaa Trp val Gly Thr xaa Lys xaa Leu 
15 10 15 



Thr xaa Glu 



<210> 20 

<211> 16 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> vinculin binding/selectin antagonist peptide 



<220> 

<221> mi sc_f eature 

<222> (2, 5, 6, 7, 12, 13 ) . . (14) 

<223> Xaa is any naturally occuring amino acid residue. 
<400> 20 

Ala xaa Asn Trp xaa xaa xaa Glu Pro Asn Asn xaa Xaa xaa Glu Asp 
15 10 15 



<210> 21 

<211> 13 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> vinculin binding/selectin antagonist peptide 



<220> 

<221> mi sc_f eature 

<222> (1, 3, 6, 9, 12 ) . . (13) 

<223> xaa is any naturally occuring amino acid residue. 

<400> 21 
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xaa Lys xaa Lys Thr xaa Glu Ala xaa Asn Trp xaa xaa 
15 10 



<210> 
<211> 
<212> 
<213> 


22 
9 

PRT 

Artificial Sequence 




<220> 
<223> 


integrin antagonist 


pepti de 


<400> 


22 




Cys Leu Cys Arg Gly Asp Cys 
1 5 


lie Cys 


<210> 
<211> 
<212> 
<213> 


23 
8 

PRT 

Artificial Sequence 




<220> 
<223> 


integrin antagonist 


pepti de 


<400> 


23 




Cys Trp Asp Asp Gly Trp Leu 
1 5 


cys 


<210> 
<211> 
<212> 
<213> 


24 
9 

PRT 

Artificial Sequence 




<220> 
<223> 


integrin antagonist 


pepti de 


<400> 


24 




cys Trp Asp Asp Leu Trp Trp 
1 5 


Leu Cys 


<210> 
<211> 
<212> 
<213> 


25 
8 

PRT 

Artificial sequence 




<220> 
<223> 


Integrin antagonist 


pepti de 


<400> 


25 




Cys Trp Asp Asp Gly Leu Met 
1 5 


Cys 


<210> 
<211> 
<212> 
<213> 


26 
8 

PRT 

Artificial sequence 




<220> 







<223> Integrin antagonist peptide 
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<400> 26 

Cys Trp Asp Asp Gly Trp Met Cys 
1 5 



<210> 27 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> integrin antagonist peptide 

<400> 27 

cys ser Trp Asp Asp Gly Trp Leu cys 
1 5 



<210> 28 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> integrin antagonist peptide 

<400> 28 

cys Pro Asp Asp Leu Trp Trp Leu Cys 
1 5 



<210> 29 

<211> 3 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> integrin antagonist peptide 

<400> 29 

Asn Gly Arg 
1 



<210> 30 

<211> 3 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> integrin antagonist peptide 

<400> 30 

Gly ser Leu 
1 



<210> 31 
<211> 3 
<212> PRT 

<213> Artificial Sequence 
<220> 
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<223> Integrin antagonist peptide 

<400> 31 

Arg Gly Asp 
1 



<210> 32 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> integrin antagonist peptide 
<400> 32 

Cys Gly Arg Glu Cys Pro Arg Leu Cys Gin Ser Ser Cys 
15 10 



<210> 33 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> integrin antagonist peptide 
<400> 33 

Cys Asn Gly Arg Cys Val Ser Gly Cys Ala Gly Arg Cys 
15 10 



<210> 34 

<211> 8 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> integrin antagonist peptide 

<400> 34 

Cys Leu ser Gly ser Leu ser cys 
1 5 



<210> 35 

<211> 3 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> integrin antagonist peptide 

<400> 35 

Gly Ser Leu 
1 



<210> 36 
<211> 6 
<212> PRT 

<213> Artificial sequence 
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<220> 
<223> 


Integrin antagonist 


peptide 


<400> 


36 




Asn Gly Arg Ala His Ala 
1 5 




<210> 
<211> 
<212> 
<213> 


37 
5 

PRT 

Artificial Sequence 




<220> 
<223> 


integrin antagonist 


peptide 


<400> 


37 




Cys Asn Gly Arg cys 
1 5 




<210> 
<211> 
<212> 
<213> 


38 
9 

PRT 

Artificial sequence 




<220> 
<223> 


Integrin antagonist 


pepti de 


<400> 


38 




Cys Asp Cys Arg Gly Asp Cys 
1 5 


Phe Cys 


<210> 
<211> 
<212> 
<213> 


39 
7 

PRT 

Artificial Sequence 




<220> 
<223> 


integrin antagonist 


peptide 


<400> 


39 




Cys Gly Ser Leu val Arg Cys 
1 5 


<210> 
<211> 
<212> 
<213> 


40 
5 

PRT 

Artificial Sequence 




<220> 
<223> 


integrin antagonist peptide 


<220> 
<221> 
<222> 
<223> 


mi sc_feature 
(3 ) . . (4) 

Xaa is any amino acid residue 


<400> 


40 
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Asp Leu xaa xaa Leu 
1 5 



A-688A.ST25 



<210> 41 
<211> 12 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> integrin antagonist peptide 
<400> 41 

Arg Thr Asp Leu Asp Ser Leu Arg Thr Tyr Thr Leu 
15 10 



<210> 42 
<211> 10 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> integrin antagonist peptide 
<400> 42 

Arg Thr Asp Leu Asp Ser Leu Arg Thr Tyr 
15 10 



<210> 43 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> integrin antagonist peptide 

<400> 43 

Arg Thr Asp Leu Asp Ser Leu Arg Thr 
1 5 



<210> 44 

<211> 8 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> integrin antagonist peptide 

<400> 44 

Arg Thr Asp Leu Asp Ser Leu Arg 



<210> 45 

<211> 12 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> integrin antagonist peptide 
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<400> 


45 








Gly Asp Leu Asp Leu Leu Lys Leu Arg 
1 5 


t All 

LcU 

10 


~rh r> 

i n r 


LcU 


<210> 
<211> 
<212> 
<213> 


46 
12 
PRT 

Artificial Sequence 








<220> 
<223> 


integrin antagonist peptide 








<400> 


46 








Gly Asp Leu His Ser Leu Arg Gin Leu 
1 5 


Leu 
10 


Ser 


Arg 


<210> 
<211> 
<212> 
<213> 


47 
12 
PRT 

Artificial sequence 








<220> 
<223> 


integrin antagonist peptide 








<400> 


47 








Arg Asp Asp Leu His Met Leu Arg Leu 
1 5 


u i n 
10 


Leu 


Trp 


<210> 
<211> 
<212> 
<213> 


48 
12 
PRT 

Artificial Sequence 








<220> 
<223> 


integrin antagonist peptide 








<400> 


48 








Ser Ser Asp Leu His Ala Leu Lys Lys Arg Tyr Gly 
15 10 


<210> 
<211> 
<212> 
<213> 


49 
12 
PRT 

Artificial Sequence 








<220> 
<223> 


integrin antagonist peptide 








<400> 


49 








Arg Gly Asp Leu Lys Gin Leu ser G"lu 
1 5 


Leu 
10 


Thr 


Trp 


<210> 
<211> 
<212> 


50 
7 

PRT 









<213> Artificial Sequence 
<220> 
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<223> Integrin antagonist peptide 
<220> 

<221> mi sc_feature 
<222> C2 ). .(3) 

<223> xaa is any amino acid residue 
<400> 50 

Cys xaa xaa Arg Gly Asp Cys 
1 5 

<210> 51 
<211> 27 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Integrin antagonist peptide 
<400> 51 

Ser Thr Gly Gly Phe Asp Asp val Tyr Asp Trp Ala Arg Gly val Ser 
15 10 15 

Ser Ala Leu Thr Thr Thr Leu val Ala Thr Arg 
20 25 

<210> 52 
<211> 27 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> integrin antagonist peptide 
<400> 52 

Ser Thr Gly Gly Phe Asp Asp val Tyr Asp Trp Ala Arg Arg val Ser 
15 10 15 

Ser Ala Leu Thr Thr Thr Leu val Ala Thr Arg 
20 25 

<210> 53 
<211> 30 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> integrin antagonist peptide 
<400> 53 

ser Arg Gly val Asn Phe Ser Glu Trp Leu Tyr Asp Met Ser Ala Ala 
15 10 15 

Met Lys Glu Ala Ser Asn Val Phe Pro Ser Arg Arg Ser Arg 
20 25 30 
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<210> 54 
<211> 30 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> integrin antagonist peptide 
<400> 54 

Ser Ser Gin Asn Trp Asp Met Glu Ala Gly val Glu Asp Leu Thr Ala 
15 10 15 

Ala Met Leu Gly Leu Leu ser Thr lie His ser ser ser Arg 
20 25 30 

<210> 55 
<211> 31 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> integrin antagonist peptide 
<400> 55 

Ser Ser Pro Ser Leu Tyr Thr Gin Phe Leu val Asn Tyr Glu ser Ala 
15 10 15 

Ala Thr Arg lie Gin Asp Leu Leu lie Ala Ser Arg Pro ser Arg 
20 25 30 

<210> 56 
<211> 31 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> integrin antagonist peptide 
<400> 56 

Ser ser Thr Gly Trp Val Asp Leu Leu Gly Ala Leu Gin Arg Ala Ala 
15 10 15 

Asp Ala Thr Arg Thr Ser lie Pro Pro Ser Leu Gin Asn ser Arg 
20 25 30 

<210> 57 
<211> 18 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> integrin antagonist peptide 
<400> 57 

Asp val Tyr Thr Lys Lys Glu Leu lie Glu Cys Ala Arg Arg val Ser 
15 10 15 
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Glu Lys 



A-688A.ST25 



<210> 
<211> 
<212> 
<213> 

<220> 
<223> 



58 
5 

PRT 

Artificial Sequence 



integrin antagonist peptide 



<220> 
<221> 
<222> 
<223> 



misc_feature 
C5)..(5) 

xaa is any amino acid residue 



<400> 58 

Arg Gly Asp Gly xaa 
1 5 



<210> 
<211> 
<212> 



59 
7 

PRT 



<213> Artificial Sequence 
<220> 

<223> Integrin antagonist peptide 



<220> 

<221> misc_feature 

<222> C6) . . (6) 

<223> Xaa is any amino acid residue 

<400> 59 

cys Arg Gly Asp Gly xaa cys 
1 5 



<210> 


60 


<211> 


9 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Integrin antagonist 


<400> 


60 



Cys Ala Arg Arg Leu Asp Ala Pro Cys 
1 5 



<210> 


61 


<211> 


9 


<212> 


PRT. 


<213> 


Artificial Sequence 


<220> 




<223> 


integrin antagonist 


<400> 


61 
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Cys Pro Ser Arg Leu Asp Ser Pro Cys 
1 5 



<210> 
<211> 
<212> 
<213> 


62 
9 

PRT 

Artificial Sequence 




<220> 
<223> 


integrin antagonist 


pepn ae 


<400> 


62 




Cys Asp Cys Arg Gly Asp Cys 
1 5 


Phe Cys 


<210> 
<211> 
<212> 
<213> 


63 
9 

PRT 

Artificial Sequence 




<220> 
<223> 


integrin antagonist 


pepn ae 


<400> 


63 




Cys Asp Cys Arg Gly Asp Cys 
1 5 


Leu Cys 


<210> 
<211> 
<212> 
<213> 


64 
12 
PRT 

Artificial sequence 




<220> 
<223> 


integrin antagonist 


pepti de 


<400> 


64 




Arg Gly Asp Leu Ala Ala Leu 
1 5 


Ser Ala 


<210> 
<211> 
<212> 
<213> 


65 
12 
PRT 

Artificial Sequence 




<220> 
<223> 


Selectin antagonist 


pepti de 


<400> 


65 




Asp lie Thr Trp Asp Gin Leu 
1 5 


Trp Asp 


<210> 
<211> 
<212> 
<213> 


66 
12 
PRT 

Artificial Sequence 




<220> 







10 



10 



<223> Selectin antagonist peptide 
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<400> 66 

Asp lie Thr Trp Asp Glu Leu Trp Lys lie Met Asn 
1 5 10 



<210> 67 
<211> 12 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Selectin antagonist peptide 
<400> 67 

Asp Tyr Thr Trp Phe Glu Leu Trp Asp Met Met Gin 
15 10 



<210> 68 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Selectin antagonist peptide 

<400> 68 

Gin lie Thr Trp Ala Gin Leu Trp Asn Met Met Lys 
1 5 10 



<210> 69 
<211> 12 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Selectin antagonist peptide 
<400> 69 

Asp Met Thr Trp His Asp Leu Trp Thr Leu Met Ser 
15 10 



<210> 70 
<211> 12 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Selectin antagonist peptide 
<400> 70 

Asp Tyr Ser Trp His Asp Leu Trp Glu Met Met Ser 
15 10 



<210> 71 

<211> 12 

<212> PRT 

<213> Artificial Sequence 



<220> 
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<223> Selecti n antagonist peptide 
<400> 71 

Glu lie Thr Trp Asp Gin Leu Trp Glu Val Met Asn 
15 10 



<210> 72 
<211> 12 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Selectin antagonist peptide 
<400> 72 

His val ser Trp Glu Gin Leu Trp Asp lie Met Asn 
15 10 



<210> 73 
<211> 12 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Selectin antagonist peptide 
<400> 73 

His lie Thr Trp Asp Gin Leu Trp Arg lie Met Thr 
15 10 



<210> 74 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Selectin antagonist peptide 
<400> 74 

Arg Asn Met Ser Trp Leu Glu Leu Trp Glu His Met Lys 
15 10 



<210> 75 
<211> 18 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Selectin antagonist peptide 
<400> 75 

Ala Glu Trp Thr Trp Asp Gin Leu Trp His val Met Asn Pro Ala Glu 
15 10 15 



Ser Gin 
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<210> 76 
<211> 14 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Selectin antagonist peptide 
<400> 76 

His Arg Ala Glu Trp Leu Ala Leu Trp Glu Gin Met Ser Pro 
15 10 



<210> 77 
<211> 14 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Selectin antagonist peptide 
<400> 77 

Lys Lys Glu Asp Trp Leu Ala Leu Trp Arg lie Met Ser val 
15 10 



<210> 78 
<211> 11 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Selectin antagonist peptide 
<400> 78 

lie Thr Trp Asp Gin Leu Trp Asp Leu Met Lys 
15 10 



<210> 79 
<211> 12 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Selectin antagonist peptide 
<400> 79 

Asp lie Thr Trp Asp Gin Leu Trp Asp Leu Met Lys 
15 10 



<210> 80 
<211> 12 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Selectin antagonist peptide 
<400> 80 

Asp lie Thr Trp Asp Gin Leu Trp Asp Leu Met Lys 
15 10 
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<210> 81 
<211> 12 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Selectin antagonist peptide 
<400> 81 

Asp lie Thr Trp Asp Gin Leu Trp Asp Leu Met Lys 
15 10 



<210> 82 
<211> 16 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Selectin antagonist peptide 
<400> 82 

cys Gin Asn Arg Tyr Thr Asp Leu val Ala lie Gin Asn Lys Asn Glu 
15 10 15 



<210> 83 
<211> 17 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> selectin antagonist peptide 
<400> 83 

Ala Glu Asn Trp Ala Asp Asn Glu Pro Asn Asn Lys Arg Asn Asn Glu 
15 10 15 



Asp 



<210> 84 
<211> 19 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Selectin antagonist peptide 
<400> 84 

Arg Lys Asn Asn Lys Thr Trp Thr Trp val Gly Thr Lys Lys Ala Leu 
15 10 15 



Thr Asn Glu 



<210> 85 
<211> 13 
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<212> PRT 

<213> Artificial sequence 
<220> 

<223> selectin antagonist peptide 
<400> 85 

Lys Lys Ala Leu Thr Asn Glu Ala Glu Asn Trp Ala Asp 
15 10 



<210> 86 

<211> 16 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Selectin antagonist peptide 



<220> 

<221> misc_feature 

<222> (3 and) . . (15) 

<223> Xaa is any amino acid residue 

<400> 86 

Cys Gin xaa Arg Tyr Thr Asp Leu val Ala lie Gin Asn Lys xaa Gl 
15 10 15 



<210> 87 

<211> 17 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> selectin antagonist peptide 



<220> 

<221> mi sc_f eature 

<222> (13 and). .(15) 

<223> xaa is any amino acid residue 

<400> 87 

Ala Glu Asn Trp Ala Asp Gly Glu Pro Asn Asn Lys Xaa Asn Xaa Gl 
15 10 15 



Asp 



<210> 88 

<211> 30 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> vinculin binding peptide 

<400> 88 

Ser Ser Gin Asn Trp Asp Met Glu 
1 5 



Ala Gly val Glu Asp Leu Thr Al 
10 15 
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Ala Met Leu Gly Leu Leu ser Thr lie His Ser Ser ser Arg 
20 25 30 

<210> 89 
<211> 31 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> vinculin binding peptide 
<400> 89 

Ser Ser pro Ser Leu Tyr Thr Gin Phe Leu val Asn Tyr Glu Ser Ala 
15 10 15 

Ala Thr Arg lie Gin Asp Leu Leu lie Ala Ser Arg Pro Ser Arg 
20 25 30 

<210> 90 
<211> 31 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> vinculin binding peptide 
<400> 90 

Ser ser Thr Gly Trp val Asp Leu Leu Gly Ala Leu Gin Arg Ala Ala 
15 10 15 

Asp Ala Thr Arg Thr ser lie Pro Pro Ser Leu Gin Asn Ser Arg 
20 25 30 

<210> 91 
<211> 18 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> vinculin binding peptide 
<400> 91 

Asp val Tyr Thr Lys Lys Glu Leu lie Glu Cys Ala Arg Arg val Ser 
15 10 15 



Glu Lys 



<210> 92 

<211> 27 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> vinculin binding peptide 
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<400> 92 

Ser Thr Gly Gly Phe Asp Asp val Tyr Asp Trp Ala Arg Gly val ser 
15 10 15 

Ser Ala Leu Thr Thr Thr Leu Val Ala Thr Arg 
20 25 

<210> 93 
<211> 27 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Vinculin binding peptide 
<400> 93 

Ser Thr Gly Gly Phe Asp Asp val Tyr Asp Trp Ala Arg Arg val ser 
1 5 10 15 

ser Ala Leu Thr Thr Thr Leu val Ala Thr Arg 
20 25 

<210> 94 
<211> 30 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Vinculin binding peptide 
<400> 94 

Ser Arg Gly val Asn Phe Ser Glu Trp Leu Tyr Asp Met Ser Ala Ala 
15 10 15 

Met Lys Glu Ala Ser Asn Val Phe Pro Ser Arg Arg Ser Arg 
20 25 30 

<210> 95 
<211> 19 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Laminin related peptide 
<400> 95 

Arg Glu Asp val Glu lie Leu Asp Val Tyr lie Gly Ser Arg Pro Asp 
15 10 15 

Ser Gly Arg 



<210> 96 
<211> 19 
<212> PRT 

<213> Artificial Sequence 
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<220> 

<223> Laminin related peptide 
<400> 96 

Tyr lie Gly Ser Arg Arg Glu Asp val Glu lie Leu Asp Val Pro Asp 
15 10 15 



Ser Gly Arg 



<210> 97 

<211> 44 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Used to form echi statin template for PCR 

<400> 97 

ggggggcata tggaatgtga atctggtcca tgctgcagaa actg 44 



<210> 98 

<211> 44 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> used to form echi statin template for PCR 

<400> 98 

taagttcttg aaggaaggta ccatctgtaa gagagctaga ggtg 44 



<210> 99 

<211> 44 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> used to form echi statin template for PCR 

<400> 99 

acgacatgga cgactactgt aacggtaaga cctgtgactg cccg 44 



<210> 100 

<211> 51 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> used to form echi statin template for PCR 

<400> 100 

agaaacccac acaagggtcc agctacttaa tggatccgcg gccgcccagc t 51 



<210> 101 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> used to form echi statin template for PCR 
<400> 101 

ttcaagaact tacagtttct gcag 24 

<210> 102 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> used to form echi statin template for PCR 

<400> 102 

cgtccatgtc gtcacctcta gctc 24 

<210> 103 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Used to form echi statin template for PCR 

<400> 103 

gtgtgggttt ctcgggcagt caca 24 

<210> 104 

<211> 48 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 104 

ccgggtaaag gtggaggtgg tggtgaatgt gaatctggtc catgctgc 48 

<210> 105 

<211> 48 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 105 

ccgggtaaag gtggaggtgg tggtgaatgt gaatctggtc catgctgc 48 

<210> 106 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 106 

aacataagta cctgtaggat eg 22 



<210> 107 
<211> 49 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 
<400> 107 

gcagcatgga ccagattcac attcaccacc acctccacct ttacccgga 49 



<210> 108 

<211> 859 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Echi statin Fc-peptide 



<220> 

<221> mi sc_f eature 

<222> (1) . . (1) 

<223> Ndel site 

<220> 

<221> CDS 

<222> (4) . . (849) 

<220> 

<221> mi sc_f eature 

<222> (854) . . (854) 

<223> BamHl site 

<400> 108 

cat atg gac aaa act cac aca tgt cca cct tgt cca get ccg gaa etc 48 

Met Asp Lys Thr His Thr cys Pro Pro Cys Pro Ala Pro Glu Leu 
15 10 15 

ctg gqg gqa ccg tea gtc ttc etc ttc ccc cca aaa ccc aag gac ace 96 
Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr 
20 25 30 

etc atg ate tec egg acc cct gag gtc aca tgc gtq gtq gtq gac gtq 144 
Leu Met lie ser Arg Thr Pro Glu val Thr Cys val val val Asp val 
35 40 45 

age cac gaa gac cct gag gtc aag ttc aac tgg tac gtq gac gqc gtq 192 
Ser His Glu Asp Pro Glu val Lys Phe Asn Trp Tyr val Asp Gly val 
50 55 60 

gag gtq cat aat gee aag aca aag ccg egg gag gag cag tac aac age 240 
Glu val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn ser 
65 70 75 

acg tac cgt gtq gtc age gtc etc acc gtc ctg cac cag gac tgg ctg 288 
Thr Tyr Arg val val Ser val Leu Thr val Leu His Gin Asp Trp Leu 
80 85 90 95 

aat gqc aag gag tac aag tgc aag gtc tec aac aaa gee etc cca gee 336 
Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala 
100 105 110 

ccc ate gag aaa acc ate tec aaa gee aaa gqg cag ccc cga gaa cca 384 
Pro lie Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro 
115 120 125 

cag gtq tac acc ctg ccc cca tec egg gat gag ctg acc aag aac cag 432 
Gin val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin 
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130 135 140 

gtc age ctg acc tgc ctg gtc aaa gqc ttc tat ccc age gac ate gee 480 
val ser Leu Thr cys Leu val Lys Gly Phe Tyr Pro ser Asp lie Ala 
145 150 155 

gtq gag tgg gag age aat ggg cag ccg gag aac aac tac aag acc acg 528 
val Glu Trp Glu ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr 
160 165 170 175 

cct ccc gtq ctg gac tec gac gqc tec ttc ttc etc tac age aag etc 576 
Pro Pro val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr ser Lys Leu 
180 185 190 

acc gtq gac aag age agg tgg cag cag ggg aac gtc ttc tea tgc tec 624 
Thr val Asp Lys ser Arg Trp Gin Gin Gly Asn val Phe ser cys Ser 
195 200 205 

gtq atg cat gag get ctg cac aac cac tac acg cag aag age etc tec 672 
val Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys ser Leu ser 
210 215 220 



ctg tct ccg gqt aaa gqt gqa gqt ggt gqt gaa tgt gaa tct gqt cca 
Leu Ser Pro Gly Lys Gly Gly Gly Gly Gly Glu Cys Glu Ser Gly Pro 
225 230 235 



720 



tgc tgc aga aac tgt aag ttc ttg aag gaa gqt acc ate tgt aag aga 768 
Cys Cys Arg Asn Cys Lys Phe Leu Lys Glu Gly Thr lie Cys Lys Arg 
240 245 250 255 

get aga gqt gac gac atg gac gac tac tgt aac gqt aag acc tgt gac 816 
Ala Arg Gly Asp Asp Met Asp Asp Tyr cys Asn Gly Lys Thr Cys Asp 
260 265 270 

tgc ccg aga aac cca cac aag gqt cca get act taatggatcc 859 
Cys Pro Arg Asn Pro His Lys Gly Pro Ala Thr 
275 280 

<210> 109 
<211> 282 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 
<400> 109 

Met Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu 
15 10 15 

Gly Gly Pro ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu 
20 25 30 

Met lie ser Arg Thr Pro Glu val Thr cys val val val Asp val ser 
35 40 45 

His Glu Asp Pro Glu val Lys Phe Asn Trp Tyr val Asp Gly val Glu 
50 55 60 

val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr 
65 70 75 80 
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Tyr Arg val val ser val Leu Thr val Leu His Gin Asp Trp Leu Asn 
85 90 95 

Gly Lys Glu Tyr Lys Cys Lys val ser Asn Lys Ala Leu Pro Ala Pro 
100 105 110 

lie Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin 
115 120 125 

val Tyr Thr Leu Pro Pro ser Arg Asp Glu Leu Thr Lys Asn Gin val 
130 135 140 

Ser Leu Thr Cys Leu val Lys Gly Phe Tyr Pro ser Asp lie Ala val 
145 150 155 160 

Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro 
165 170 175 

Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr 
180 185 190 

val Asp Lys ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys Ser val 
195 200 205 

Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu 
210 215 220 

Ser Pro Gly Lys Gly Gly Gly Gly Gly Glu Cys Glu Ser Gly Pro Cys 
225 230 235 240 

Cys Arg Asn Cys Lys Phe Leu Lys Glu Gly Thr lie Cys Lys Arg Ala 
245 250 255 

Arg Gly Asp Asp Met Asp Asp Tyr cys Asn Gly Lys Thr cys Asp cys 
260 265 270 

Pro Arg Asn Pro His Lys Gly Pro Ala Thr 
275 280 

<210> 110 

<211> 140 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> pAMG21 
<220> 

<221> mi sc_f eature 

<222> (1)..(1) 

<223> Aatll site 

<220> 
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<221> mi sc_f eature 
<222> (140). .(140) 
<223> clal site 

<400> 110 

ctaattccgc tctcacctac caaacaatgc ccccctgcaa aaaataaatt cataaaaaaa 60 

catacagata accatctgcg gtgataaatt atctctggcg gtgttgacat aaataccact 120 

ggcggtgata ctgagcacat 140 

<210> 111 

<211> 55 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> pAMG21 
<220> 

<221> mi sc_f eature 

<222> (1)..(1) 

<223> Clal site 

<220> 

<221> mi sc_f eature 

<222> (55). -(55) 

<223> Kpnl site 

<400> 111 

cgatttgatt ctagaaggag gaataacata tggttaacgc gttggaattc ggtac 55 

<210> 112 

<211> 1546 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> pAMG21 
<220> 

<2 2 1> mi sc_f eat u re 

<222> (1). .(1) 

<223> Aatil sticky end 

<220> 

<221> mi sc_f eature 

<222> (1546) . . (1546) 

<223> Sacll sticky end 

<400> 112 

gcgtaacgta tgcatggtct ccccatgcga gagtagggaa ctgccaggca tcaaataaaa 60 

cgaaaggctc agtcgaaaga ctgggccttt cgttttatct gttgtttgtc ggtgaacgct 120 

ctcctgagta ggacaaatcc gccgggagcg gatttgaacg ttgcgaagca acggcccgga 180 

99Qtggcggg caggacgccc gccataaact gccaggcatc aaattaagca gaaggccatc 240 

ctgacggatg gcctttttgc gtttctacaa actcttttgt ttatttttct aaatacattc 300 

aaatatggac gtcgtactta acttttaaag tatgggcaat caattgctcc tgttaaaatt 360 

gctttagaaa tactttggca gcggtttgtt gtattgagtt tcatttgcgc attggttaaa 420 
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Lyyaaay Lya 


rrntnrnrtt 

L»L.y l y \_ y l. l l 


a rl"a ctkciccT 

LaLu^LL L 


aatatttttn 

aa La l l l l Ly 


aaatatrrra 
a aa La llllo. 


ananrtttf t 

ay ay l. l l l l l 


480 


l.v. l v_ v_ y l a i- y 


rrrarortaa 

V— V_ v. CI V. y v- Laa 


arattrtttt 


1"CtTT1"1"1"CICl 

LV.LL>LLLLyy 


ttaaatrntt 

l Laaa LL.y l l 


rjl~l"Tcia1~1"l~a 

y l l Lya l l La 


540 


L L a L L L^V. La 


LaLLLuLLLL 


tcaataatta 

l v_ y ex. Laa l La 


traartanao 

LL.aaL. Layay 


a anna?) raat 
aayyaaL.aa l 


Laa Lyy La Ly 


600 

L»L/L» 


i- 1_ l & l a l a v. y 


L>CL L y L CX CI CI CI C*. 


taaartatrt 

l a a a l. La ll> l 


at*al"acil"t*rjl* 
a La Lay l Ly l 


f* 1" 1" 1~ r 1" r 1" n a 

L-LLLL.LL.Lya 


atfitnraaaa 
a Ly LLjL,aaaa 


660 

UUL' 


L LaayLa L LL 


rnaanrratt 

Ly aay LLa L L 


attanranta 
a l Lay l. ay La 


tnaatannna 
l y aa l ay y y a 


aaL LaaaLLL 


ay Lya Laay a 


7?0 


ll Lya Lya l l 


trnrttrttt 

LL.LJV.LLLLLL 


aaftarattt 
aa l l a l. a l l l 


yyaya l l l l l 


tatttaranr 

La L L LuLdLJ V- 


a L Ly L L L L l. a 


7R0 

/ L» L» 


ctct LaLaLLLL 


aattaatrnn 
aa l Laa LLyy 


Ly a a Ly a l Ly 


nanf tanaat 
yay l Lay aa l 


aatrtartat 
aa LL La L La L 


annatratat 
ayya LLa La L 


R40 


l- L L CI L L. ClCiCl L 


Lay Ly llall 


ataatattnr 
a Laa La l l y l. 


r 1" c c a 1~ 1" 1" 1~ t* 

LLLLaLLLLL 


Layyy Laa l l 


atrranaatt 
a LLLaLJaa L L 


Q00 

i?L/L/ 


naaa1 - ?i't*fan 
yaaa La l L.ay 


atttaarrat 

a L L LuaLLu L 


anaatnanna 
a y aa l y ay y a 


taaatnatrn 

Laau L y a LLLJ 


rnantaaata 
LLjaLj Laaa La 


a La L LLaLaa 


Q60 


tntarrattt 

Ly LaLLa L L L 


Lay LLaLaLL 


ay a LaayLa L 


tnattaatat 
Ly a L Laa La L 


laL La L LLjL L 


LL LaLayyL L 




ttaattttat 

L Laa L L L L Ct L 


taattattrt 

Laa L La L LL L 


y Laay Ly LLy 


LL.yyL.aL l La 


tntrtttrat 
LLJLL.LLLL.aL 


aLLLaLLLLL 


1 ORO 


tf 3trrf tar 
l ia ill l Lav. 


LLaLLLJLLLLJ 


trnraanttt 
l L.y l. aay ill 


LLJLLJLLJLLaL 


a l a l L.a l Laa 


aarnnf aata 
daLLjij Laa La 


1 1 40 


y Ct i- Ly CL\_Cl L L 


LyaL ll LaaL 


a aa l Ly y a l l 


L L Ly LL.aL.aL. 


La L LaLaLLLJ 


rttnaaatar 
LL LLJaadLdL 




aattntttaa 

CtCt L Ly L L LCtCl 


La La ay LaLL 


tntannatrn 
Ly LayyaLLy 


LaLayy L L La 


rnraanaaaa 
L,LjLaaLjaaaa 


LyyLLLyLLa 


1 ?60 


tagtcgatta 


atcgatttga 


ttctagattt 


gttttaacta 


attaaaggag 


gaataacata 


1320 


tggttaacgc 


gttggaattc 


gagctcacta 


gtgtcgacct 


gcagggtacc 


atggaagctt 


1380 


actcgaggat 


ccgcggaaag 


aagaagaaga 


agaagaaagc 


ccgaaaggaa 


gctgagttgg 


1440 


ctgctgccac 


cgctgagcaa 


taactagcat 


aaccccttgg 


ggcctctaaa 


egggtcttga 


IdUU 


ggggtttttt 


gctgaaagga 


ggaaccgctc 


ttcacgctct 


teaege 




1546 


<210> 113 
<211> 872 
<212> DNA 

<213> Artificial Sequence 










<220> 

<223> GM221 












<400> 113 
ttattttcgt 


gcggccgcac 


cattatcacc 


nrranannta 
yLLayayy La 


aartantraa 
aaL, Lay LLaa 


rarnrarnnt 
LaLLJLaLLJLJ L 




gttagatatt 


tatcccttgc 


ggtgatagat 


tnanraratr 


natttnattr 
y a l l Ly a l ll 


Lay aay yay y 


i ?o 


gataatatat 


gagcacaaaa 


aagaaaccat 


LaaLaLaaLja 


yj Lay L L Ly aLJ 


yaLLjLaLLJLL 


i an 

lOU 


gccttaaagc 


aatttatgaa 


aaaaagaaaa 


atnaarttnn 
a LLjaaL. l Ly y 


rttatrrran 
L L La LL.LL.ay 


y aa ll Ly LLy 




cagacaagat 


ggggatgggg 


cagtcaggcg 


1" 1 - nn t* n r 1- 1*1" 

L Lyy LLJL L L L 


atttaatnnr 
aLLLaaLLjLjL. 


atraatnrat 
a LLaa Ly La L 


3no 


taaatgctta 


taacgccgca 


ttgcttacaa 


aaattctcaa 


agttagcgtt 


gaagaattta 


360 


gcccttcaat 


cgccagagaa 


tctacgagat 


gtatgaagcg 


gttagtatgc 


agccgtcact 


420 


tagaagtgag 


tatgagtacc 


ctgttttttc 


tcatgttcag 


gcagggatgt 


tctcacctaa 


480 


gcttagaacc 


tttaccaaag 


gtgatgcgga 


gagatgggta 


agcacaacca 


aaaaagccag 


540 


tgattctgca 


ttctggcttg 


aggttgaagg 


taattccatg accgcaccaa 
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caggctccaa 


600 
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gccaagcttt 


cctgacggaa 


tgttaattct 


cgttgaccct 


gagcaggctg 


ttgagccagg 


660 


tgatttctgc 


atagccagac 


ttgggggtga 


tgagtttacc 


ttcaagaaac 


tgatcaggga 


720 


tagcggtcag 


gtgtttttac 


aaccactaaa 


cccacagtac 


ccaatgatcc 


catgcaatga 


780 


gagttgttcc 


gttgtgggga 


aagttatcgc 


tantrantnn 

tag Lcagxgg 


Lyddydy d 


eg l Lxggctg 




atagactagt 


ggatccacta 


gtgtttctgc 


cc 






872 


<210> 114 
<211> 1197 
<212> DNA 

<213> Artificial sequence 










<220> 

<223> GM221 












<400> 114 
ggcggaaacc 


gacgtccatc 


gaatggtgca 


d d d L. L. L L L L. y 


l. y y La Ly y v.d 


l y d LdyL.yL.v_ 


fin 


cggaagagag 


tcaattcagg 


gtggtgaatg 


LydddL,L.dy l 


ddL,y L L.CI LdL. 


y d Ly LL.yL.dy 


JL_- V 


agtatgccgg 


tgtctcttat 


cagaccgttt 


v_ v_ v_ y v_ y Lyy l 


ycioiv.(..ciyy^.v. 


ayV-LuLy L L L 


1 80 


ctgcgaaaac 


gcgggaaaaa 


gtcgaagcgg 




nrf naaf tar 

y L_ Ly dd L LuL 


d L LLLLCiaLL 




gcgtggcaca 


acaactggcg 


ggcaaacagt 


rnrtrrtnat 
u Ly a l 


i-y y L.y l. uyjuu 


uLL L L, L,dy LV. 


300 

J LI LI 


tggccctgca 


cgcgccgtcg 


caaattgtcg 


c n n m a t" 1" a a 

v_ y y L.y d l l dd 


d l l, LL.yv_yL.v_ 


yd LLaaL Lyy 


J» L»L/ 


gtgccagcgt 


ggtggtgtcg 


atggtagaac 


yaayv_yyv_y l 


\_ y CLciy l. l. Ly l 


dddy\_yyL.yy 


4?0 


tgcacaatct 


tctcgcgcaa 


L.yi_y L(_dy l_y 


y y l t^a ll.cl l 


LCICIL, LCI LLLy 


l. l y y d uyuLL 


480 

" L» L/ 


aggatgccat 


tgctgtggaa 


gctgcctgca 


L, Ldd Ly L LLL 


yyLy LLaLLL 


LLLyaiyiLL 




ctgaccagac 


acccatcaac 


agtattattt 


l l, l l. l, v_d l y a 


ay dL,y y l d l, y 


mart nfinrn 
LyciL LyyyL.y 


fion 


tggagcatct 


ggtcgcattg 


ggtcaccagc 


aaatrnrnrt 
ddd l L.y L.y L. L 


y '-dyi-yyyL. 


rrattaantt 
L.*_d L Lady L L 


DDU 


ctgtctcggc 


gcgtctgcgt 


ctggctggct 


y y l. a Lddd l d 


ll li_cil. n_y\_ 


dd iLaaa LLl 




agccgatagc 


ggaacgggaa 


ggcgactgga 


ntnrratntr 
y Ly lv>ci i_y ll. 


Lyy L L L LL.dd 


raaar ratnr 

L.dddL.L_d Ly L 


780 


aaatgctgaa 


tgagggcatc 


gttcccactg 


Lya Ly v_ i- y y l 


LyL,L.cici.L,yci L 


L.dy d Lyy Ly l 


840 


tgggcgcaat 


gcgcgccatt 


accgagtccg 


nnrtnrnmt 

y y *~ L y *-y *-y 


Lyy Ly v_y y g l 


d ll LLy y Lay 


_/L/L/ 


tgggatacga 


cgataccgaa 


gacagctcat 


gttatatccc 


gccgttaacc 


accatcaaac 


960 


aggattttcg 


cctgctgggg 


caaaccagcg 


tggaccgctt 


gctgcaactc 


tctcagggcc 


1020 


aggcggtgaa 


gggcaatcag 


ctgttgcccg 


tctcactggt 


gaaaagaaaa 


accaccctgg 


1080 


cgcccaatac 


gcaaaccgcc 


tctccccgcg 


cgttggccga 


ttcattaatg 


cagctggcac 


1140 


gacaggtttc 


ccgactggaa 


agcggacagt 


aaggtaccat 


aggatccagg 


cacagga 


1197 



<210> 115 
<211> 11 
<212> PRT 

<213> Artificial Sequence 
<220> 
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<223> Laminin related peptide 
<400> 115 

Met Tyr lie Gly Ser Arg Gly Gly Gly Gly Gly 
15 10 

<210> 116 
<211> 16 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Laminin related peptide 
<400> 116 

Met Tyr lie Gly Ser Arg Tyr lie Gly Ser Arg Tyr lie Gly Ser Arg 
15 10 15 

<210> 117 
<211> 26 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Laminin related peptide 
<400> 117 

Met Tyr lie Gly ser Arg Tyr lie Gly ser Arg Tyr lie Gly ser Arg 
15 10 15 

Tyr lie Gly Ser Arg Tyr lie Gly Ser Arg 
20 25 

<210> 118 
<211> 26 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Laminin related peptide 
<400> 118 

Met lie Pro Cys Asn Asn Lys Gly Ala His Ser val Gly Leu Met Trp 
15 10 15 

Trp Met Leu Ala Arg Gly Gly Gly Gly Gly 
20 25 

<210> 119 
<211> 25 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Laminin related peptide 
<400> 119 
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Met Tyr lie Gly Ser Arg Arg Glu Asp val Glu lie Leu Asp val Pro 
15 10 15 



Asp Ser Gly Arg Gly Gly Gly Gly Gly 
20 25 



<210> 


120 


<211> 


20 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Laminin related peptide 


<400> 


120 



Met Arg Gly Asp Arg Gly Asp Tyr lie Gly Ser Arg Arg Gly Asp Gly 
15 10 15 



Gly Gly Gly Gly 
20 



<210> 121 

<211> 48 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Encoding Laminin related peptide, for PCR reaction to yield 
in-frame fusion to Fc 

<400> 121 

gaataacata tgtacatcgg ttctcgtggt ggaggcggtg gggacaaa 48 



<210> 122 

<211> 81 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Encoding Laminin related peptide, for PCR reaction to yield 
in-frame fusion to fc 

<400> 122 

gaataacata tgtacatcgg ttctcgttat attggctccc gctacattgg tagccgtgac 60 
aaaactcaca catgtccacc t 81 



<210> 123 

<211> 111 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Encoding Laminin related peptide, for PCR reaction to yield 
in-frame fusion to Fc 

<400> 123 

gaataacata tgtacatcgg ttctcgttat attggctccc gctacattgg tagccgttat 60 
atcggctctc gctatattgg tagccgcgac aaaactcaca catgtccacc t 111 
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<210> 124 
<211> 93 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Encoding Laminin related peptide, for PCR reaction to yield 
in-frame fusion to Fc 

<400> 124 

gaataacata tgatcccgtg caacaacaaa ggtgctcact ctgttggtct gatgtggtgg 60 
atgctggctc gtggtggagg cggtggggac aaa 93 

<210> 125 

<211> 90 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Encoding Laminin related peptide, for PCR reaction to yield 
in-frame fusion to Fc 

<400> 125 

gaataacata tgtacatcgg ttctcgtcgt gaagacgttg aaatcctgga cgttccggac 60 
tctggtcgtg gtggaggcgg tggggacaaa 90 

<210> 126 

<211> 75 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Encoding Laminin related peptide, for PCR reaction to yield 
in-frame fusion to Fc 

<400> 126 

gaataacata tgcgtggtga ccgtggtgac tacatcggtt ctcgtcgtgg tgacggtgga 60 
ggcggtgggg acaaa 75 

<210> 127 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Encoding Laminin related peptide, for PCR reaction to yield 
in-frame fusion to Fc 

<400> 127 

gttattgctc agcggtggca 20 

<210> 128 

<211> 10 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Laminin related peptide 

<400> 128 
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Tyr lie Gly Ser Arg Tyr lie Gly Ser Arg 
15 10 

<210> 129 
<211> 15 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Laminin related peptide 
<400> 129 

Tyr lie Gly ser Arg Tyr lie Gly ser Arg Tyr lie Gly Ser Arg 
15 10 15 

<210> 130 

<211> 20 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Laminin related peptide 

<400> 130 

Tyr lie Gly Ser Arg Tyr lie Gly Ser Arg Tyr lie Gly Ser Arg Tyr 
1 5 10 15 

lie Gly ser Arg 
20 

<210> 131 
<211> 25 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Laminin related peptide 
<400> 131 

Tyr lie Gly Ser Arg Tyr lie Gly Ser Arg Tyr lie Gly Ser Arg Tyr 
15 10 15 

lie Gly ser Arg Tyr lie Gly ser Arg 
20 25 

<210> 132 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Laminin related peptide 
<400> 132 

lie Pro cys Asn Asn Lys Gly Ala His Ser val Gly Leu Met Trp Trp 
15 10 15 
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Met Leu Ala Arg 
20 
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<210> 133 
<211> 19 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Laminin related peptide 
<400> 133 

Tyr lie Gly Ser Arg Arg Glu Asp val Glu lie Leu Asp val Pro Asp 
15 10 15 



ser Gly Arg 



<210> 134 
<211> 14 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Laminin related peptide 
<400> 134 

Arg Gly Asp Arg Gly Asp Tyr lie Gly Ser Arg Arg Gly Asp 
15 10 



<210> 


135 


<211> 


25 


<212> 


PRT 


<213> 


Artificial sequence 


<220> 




<223> 


Laminin related peptide 


<400> 


135 



Tyr lie Gly Ser Arg Tyr lie Gly Ser Arg Tyr lie Gly Ser Arg Tyr 
15 10 15 



lie Gly Ser Arg Tyr lie Gly Ser Arg 
20 25 



<210> 136 
<211> 19 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Laminin related peptide 
<400> 136 

Arg Glu Asp val Glu lie Leu Asp val Tyr lie Gly ser Arg Pro Asp 
15 10 15 
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<210> 137 
<211> 19 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Laminin related peptide 
<400> 137 

Tyr lie Gly Ser Arg Arg Glu Asp val Glu lie Leu Asp val Pro Asp 
15 10 15 



Ser Gly Arg 
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